Genomic DNA 




Sheared 
DNA 



Nebulize DNA 
> 



Ligation 





Pool 3 V 



G 



Genetic Immunization Vector 





Group 



A' A 

4 - 



DNA 






Injection 




V 

Group 3 


v > 
Group 


* 
2 




J Pathogen 
Challenge 



-4 




Pool n y 




Group n 



4 



Y 



\ 



Array Positive Clones and Re-test 



FIG. 1 




.LHLVLRLRGADLGS stop sto£ 
CTG CAC CTG GTC CTT CGC CTG AG A GGT GCA GAT CTT GGA TCC TA A GTA 
Ubiquitin >- Bg! II Bam HI 

stop stop stop stop 

AGT AAGCTTG CA TGC CTG CAG GTC GAC TC T AGG TGA CTA ATA T CTAGA 
Hind HI PstI Sail Xbal 



GG A TCG ATCCCG GGT GGC ATC CCT GTG ACC C 
Cla I Sma I 



FIG. 2 



Round 1: 27 pools, 82,000 individual clones 



Round 2: 48 pools, 40,000 individual clones 
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Round 3: 60 pools, 3936 individual clones 



Arrange in a 24 x 36 two-dimensional array 
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4-5 clones at intersections 



Sequence all 46 clones In positive intersection points 



Select all clones fused to ubiqutin with open 
reading frames greater than 60 amino acids 



Round 4: 14 individual clones tested 
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